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<210> 1 
<211> 15 
<212> PRT 

<213> Streptococcus pyogenes 
<400> 1 

Pro Gly Ser lie Cys Thr Thr Arg Val Val Ala Gly Val Gly Val 
15 10 15 



<210> 2 
<211> 15 
<212> PRT 

<213> Bacillus subtilis 
<400> 2 

Pro Gly Ser lie Cys Thr Thr Arg Val Val Ala Gly Val Gly Val 
15 10 15 



<210> 3 
<211> 15 
<212> PRT 

<213> Escherichia coli 
<400> 3 

Pro Gly Ser lie Cys Thr Thr Arg He Val Thr Gly Val Gly Val 
15 10 15 



<210> 4 
<211> 15 
<212> PRT 

<213> Bacillus subtilis 



<400> 4 

Pro Gly Ser He Cys Thr Thr Arg Val Val Ala Gly Val Gly Val 
15 10 15 



<210> 5 
<211> 15 
<212> PRT 

<213> Mycobacterium tuberculosis 
<400> 5 

Pro Giy Ser lie Cys Thr Thr Arg Val Val Ala Gly Val Gly Val 
15 10 15 



<210> 6 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Ser Gly Ser lie Cys lie Thr Gin Glu Val Leu Ala Cys Gly Arg 
15 10 15 



<210> 7 
<211> 15 
<212> PRT 

<213> Mus musculus 
<400> 7 

Ser Gly Ser He Cys He Thr Gin Glu Val Leu Ala Cys Gly Arg 
15 10 15 



<210> 8 
<211> 15 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 8 

Ser Gly Ser He Cys He Thr Gin Glu Val Leu Ala Cys Gly Arg 
15 10 15 



<210> 9 
<211> 15 
<212> PRT 

<213> Leishmania donovani 
<400> 9 

Ser Gly Ser lie Cys He Thr Gin Glu Val Leu Ala Cys Gly Arg 
1 5 10 15 



<210> 10 
<211> 15 
<212> PRT 

<213> Saccharomyces cerevisiae 



<400> 10 

Thr Gly Ser lie Cys lie Thr Gin Lys Val Met Ala Cys Gly Arg 
15 10 15 



<210> 11 
<211> 15 
<212> PRT 

<213> Drosophila melanogaster 
<400> 11 

Ser Gly Ser He Cys He Thr Gin Glu Val Met Ala Cys Gly Arg 
15 10 15 



<210> 12 
<211> 23 
<212> PRT 

<213> Streptococcus pyogenes 
<400> 12 

Met Ala Lys Gly Ser Ser Asp Arg Tyr Phe Gin Ser Asp Asn Ala Ala 
15 10 15 

Asp Lys Leu Val Pro Glu Gly 

20 



<210> 13 
<211> 23 
<212> PRT 

<213> Bacillus subtilis 
<400> 13 

Met Ser Lys Gly Ser Ser Asp Arg Tyr Phe Gin Ser Asp Asn Ala Ala 
15 10 15 

Asp Lys Leu Val Pro Glu Gly 

20 



<210> 14 
<211> 24 
<212> PRT 

<213> Escherichia coli 
<400> 14 

Met Lys Lys Gly Ser Ser Asp Arg Tyr Phe Gin Gly Ser Val Asn Glu 
15 10 15 

Ala Asn Lys Leu Val Pro Glu Gly 

20 



<210> 15 
<211> 21 
<212> PRT 

<213> Bacillus subtilis 



<400> 15 

Met Glu Lys Gly Ser Lys Asp Arg Tyr Phe Gin Glu Glu Asn Lys Lys 
15 10 15 



Phe Val Pro Glu Gly 

20 



<210> 16 
<211> 30 
<212> PRT 

<213> Mycobacterium tuberculosis 
<400> 16 

Met Arg Gly Arg Gly Gly Ala Thr Ser Tyr Ser Lys Asp Arg Tyr Phe 
15 10 15 

Ala Asp Asp Ala Leu Ser Glu Asp Lys Leu Val Pro Glu Gly 

20 25 30 



<210> 17 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Asp Lys His Leu Ser Ser Gin Asn Arg Tyr Phe Ser Glu Ala Asp 
15 10 15 

Lys lie Lys Val Ala Gin Gly 

20 



<210> 18 
<211> 23 
<212> PRT 

<213> Mus musculus 
<400> 18 

Met Asp Lys His Leu Ser Ser Gin Asn Arg Tyr Phe Ser Glu Ala Asp 
15 10 15 

Lys lie Lys Val Ala Gin* Gly 

20 



<210> 19 
<211> 27 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 19 

Met Glu Arg Gly Asp Ala Lys Gly Ala Ala Met Ser Arg Tyr Tyr His 
15 10 15 



5 



Asn Glu Met Asp Lys Met Lys Val Ala Gin Gly 

20 25 



<210> 20 
<211> 27 
<212> PRT 

<213> Leishmania donovani 
<400> 20 

Met Gin Lys Thr Gly Thr Lys Gly Asn Ala Ser Thr Ser Arg Tyr Phe 
15 10 15 

Ser Glu Ser Asp Ser Val Leu Val Ala Gin Gly 

20 25 



<210> 21 
<211> 21 
<212> PRT 

<213> Drosophila melanogaster 
<400> 21 

Met Thr Lys Gly Ser Asp Gin Arg Tyr Leu Gly Asp Gin Thr Lys Leu 
15 10 15 

Lys lie Ala Gin Gly 

20 



<210> 22 
<211> 23 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 22 

Met Ser Gin Gly Lys Glu Ser Gly Lys Arg Tyr Leu Ser Glu Asn Glu 
15 10 15 

Ala Val Gin Val Ala Gin Gly 

20 



<210> 23 
<211> 477 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
polypeptide 

<220> 

<221> MOD_RES 
<222> {1} . . (477) 

<223> "Xaa" represents selenomethionine 



<400> 23 



« «. T, P S5P T h , P*. - ^ ly. Gl, Iyr Thl Phe Asp *sp 



Val Leu Leu He Pro Ala Glu Ser His Val Leu Pro Asn Glu Val Asp 

25 30 



20 

Leu Lys Thr Lys Leu Ala Asp Asn Leu Thr Leu Asn He Pro He He 
35 40 45 

Thr Ala Ala Xaa Asp Thr Val Thr Gly Ser Lys Xaa Ala He Ala He 
50 55 60 

Ala Arg Ala Gly Gly Leu Gly Val He His Lys Asn Xaa Ser lie Thr 



65 



70 



75 



Glu Gin Ala Glu Glu Val Arg Lys Val Lys Arg Ser Glu Asn Gly Val 

90 95 



85 

He He Asp Pro Phe 

100 



Phe Leu Thr Pro Glu His Lys Val Ser Glu Ala 

105 HO 



Glu Glu Leu Xaa Gin Arg Tyr Arg He Ser Gly Val Pro He Val Glu 
115 120 I 25 

Thr Leu Ala Asn Arg Lys Leu Val Gly He He Thr Asn Arg Asp Xaa 
130 135 140 

Arg Phe He Ser Asp Tyr Asn Ala Pro He Ser Glu His Xaa Thr Ser 



145 



150 



155 



Glu His Leu Val Thr Ala Ala Val Gly Thr Asp Leu Glu Thr Ala Glu 

170 I 75 



165 



Arg 



He Leu His Glu His Arg He Glu Lys Leu Pro Leu Val Asp Asn 



180 



185 



190 



Ser Gly Arg Leu Ser Gly Leu He Thr He Lys Asp He Glu Lys Val 
!95 200 205 

He Glu Phe Pro His Ala Ala Lys Asp Glu Phe Gly Arg Leu Leu Val 
210 215 220 

Ala Ala Ala Val Gly Val Thr Ser Asp Thr Phe Glu Arg Ala Glu Ala 
225 230" 235 240 

Leu Phe Glu Ala Gly Ala Asp Ala lie Val He Asp Thr Ala His Gly 

245 250 255 



His Ser Ala Gly Val Leu Arg Lys He Ala Glu He Arg Ala His Phe 

260 265 270 

Pro Asn Arg Thr Leu He Ala Gly Asn He Ala Thr Ala Glu Gly Ala 
275 280 285 

Arg Ala Leu Tyr Asp Ala Gly Val Asp Val Val Lys Val Gly He Gly 
290 295 300 



-. n w val Glv Val Pro 

«, s. r 11. «». tj, - »• - vai s Gls 

Th M . U. Tyr »P ^ US " 9 G " 335 ^ 

Gin Val Thr Ala lie iy r 33Q 

325 

rl T1 _ Lvs T yr Ser Gly Asp He Val 
. no Tie Ala Asp Gly Gly He Lys iy 
Lys Thr He He ^J-* v 345 

ws _ Z - - - - - - - a s " x " phe 

M , «, n „ - - « - - - ~ -so - si - Giy ~ 
«. r: - * s - - - ~ s; - &ia - iys - 

385 n riv Arq Val Ala Tyr Lys Gly 

rin Glv lie Glu Gly ^rg 
Asn Lys Leu Val Pro Glu Gly 41b 

riw Tie Arq Ser Gly 

Ala »r MP XL »1 - - - - G " «0 

420 

Tlo r1n Glu Leu His Glu Asn Ala 
Xaa Cl, T,r Val «1» ^ «y «P I» ^ 

4 35 

c giv Ala Gly Leu He Glu Ser His Pro His 
Gin Phe Val Glu Xaa Ser Gly Ala y 46Q 

450 

„ nn Ala Pro Asn Tyr Ser Val 
Asp Val Gin He Thr Asn Glu Ala ^ 

465 



